Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.010 Å; R factor = 0.065; wR factor = 0.197; data-to-parameter ratio = 16.9.
Related literature

Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.625, T max = 0.653 25287 measured reflections 6931 independent reflections 2320 reflections with I > 2(I) R int = 0.168 Refinement R[F 2 > 2(F 2 )] = 0.065 wR(F 2 ) = 0.197 S = 0.94 6931 reflections 411 parameters 3 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.70 e Å À3 Á min = À0.44 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 1998); cell refinement: SAINT (Bruker, 1998); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
Figure 1
The molecular structure of the two indpendent molecules (A and B) of the title compound, showing the atom labelling.
The displacement ellipsoids are drawn at the 30% probability level. Hydrogen bonds are drawn as dashed lines (see Table   1 for details). supplementary materials sup-3 Acta Cryst. (2012) . E68, o1304
Figure 2
Crystal packing diagram of the title compound, viewed along the b axis. Hydrogen bonds are drawn as dashed lines (see Table 1 for details; C bound H atoms have been omitted for clarity). Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.625, T max = 0.653 25287 measured reflections 6931 independent reflections 2320 reflections with I > 2σ(I) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
(E)-N′-(5-Bromo-2-hydroxybenzylidene)-4-(dimethylamino)benzohydrazide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (4) Geometric parameters (Å, º)
Br1-C5 1.915 (7) Br2-C21 1.893 (7) O1-C2
1.372 (8) O3-C18 1.352 (7) O1-H1 0.852 (10) O3-H3A 0.8200 O2-C8 1.232 (7) O4-C24 1.244 (7) N1-C7 1.290 (7) N4-C23 1.266 (7) N1-N2 1.390 (7) N4-N5 1.364 (7) N2-C8 1.369 (7) N5-C24 1.364 (7) N2-H2 0.900 (10) N5-H5 0.900 (10) N3-C12 1.363 (7) N6-C28 1.358 (7) 
